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We used antimicrobial susceptibility and pulsed field gel electrophoresis (PFGE) to study the genetic
relatedness of 19 isolates of Salmonella enterica serovar Infantis (S. Infantis) isolated from chicken and human.
All isolates from chicken were at least resistant to streptomycin and tetracycline. PFGE was able to discriminate
between chicken and human isolates of S. Infantis. PFGE was useful as epidemiological tools for S. Infantis.
Moreover, antibiotic patterns of S. Infantis corresponded to that of PFGE considerably.
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Table 1. PCR primers used in this work

Gene Size(kb) Primer
aadAlF GTGGATGGCGGCCTGAAG

Sequence 5'-3' Reference
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Table 2. Drug resistance pattern of S. Infantis
strains isolated from chicken and human

Number of isolates (%)

Resistance Pattern

Human chicken
ABPC, KM, SM, TC, SXT, TMP 1(6)
ABPC, SM, TC, SXT, TMP 3(19)
KM, SM, TC, SXT, TMP 4(25)
SM, TC, SXT, TMP 4(25)
KM, SM, TC 1(6)
SM, TC 1(33) 3(19)
Susceptible 2(67)
Total 3(100) 16(100)
6 (Table 3)
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Table 3. Characteristics of S. Infantis isolated
from chicken and human.

. PFGE
No. Shop Source Resistance Pattern

Bin Xba
1 A Chicken KM, SM, TC B1 X1
2 Chicken SM, TC, SXT, TMP B2 X2
3 B Chicken SM, TC, SXT, TMP B2 X2
4 Chicken SM, TC, SXT, TMP B2 X2
5 Chicken SM, TC, SXT, TMP B2 X2
6 Chicken KM, SM, TC, SXT, TMP B3 X2
7 c Chicken KM, SM, TC, SXT, TMP B3 X2
8 Chicken KM, SM, TC, SXT, TMP B3 X2
9 Chicken KM, SM, TC, SXT, TMP B3 X2
10 D Chicken ABPC, KM, SM, TC, SXT, TMP B4 X3
11 e Chicken SM, TC B5 X4
12 Chicken SM, TC B5 X4
13 F Chicken SM, TC B X5
14 Chicken ABPC, SM, TC, SXT, TMP B6 X3
15 G Chicken ABPC, SM, TC, SXT, TMP B6 X3
16 Chicken ABPC, SM, TC, SXT, TMP B7 X6
17 Human SM, TC B8 X7
18 Human Susceptible B9 X8
19 Human Susceptible B10 X9
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Fig-3. Dendrogram illustrating the clustering of PFGE
patterns of S. Infantis genomic DNA digested
with Bin 1.
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Table 4. Classification of types in isolated S. Infantis based on PFGE patterns
with restriction enzyme, Bin 1 and Xba 1

2 2005

:isolated from chicken ;isolated from human
Xba | Number
X1 X2 X3 X4 X5 X6 X7 X8 X9 of strains
Bl 1 1
B2 4 4
B3 4 1 5
B4 1 1
BIn 1 B5 2 2
B6 2 2
B7 1 1
B8 1 1
B9 1 1
B10 1 1
Number 1 8 3 2 1 1 1 1 1 19
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S. Infantis 19 3 2
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